This is the 17th supplement since publication of the 7th edition of the Check-list of North American Birds (American Ornithologists' Union [AOU] 1998). It summarizes decisions made between April 15, 2016, and April 15, 2017 , by the AOS's Committee on Classification and Nomenclature-North and Middle America. The Committee has continued to operate in the manner outlined in the 42nd Supplement (AOU 2000) .
Changes in this supplement include the following: (1) four species (Melanitta nigra, Rallus longirostris, Thalassarche eremita, and Acrocephalus dumetorum) are added to the main list on the basis of new distributional information, including one species transferred from the Appendix; (2) nine species (Tadorna ferruginea, Rallus aquaticus, Charadrius veredus, Corvus frugilegus, C. cornix, Sylvia atricapilla, Zoothera aurea, Anthus pratensis, and Acanthis cabaret) are added to the main list because of a change in the geographical coverage of the Check-list (inclusion of Greenland), including six species transferred from the Appendix, and the status codes for four species (Anser brachyrhynchus, Pluvialis apricaria, Turdus pilaris, and T. iliacus) are changed for the same reason; (3) four species (Eugenes spectabilis, Loxia sinesciuris, Melozone cabanisi, and Junco bairdi) are added to the main list due to splits from species already on the list; (4) the distributional statement and English name of one species (Aulacorhynchus prasinus) are changed because of a split from an extralimital species; (5) two species names are changed (to Circus hudsonius and Lanius borealis) because of splits from extralimital species; (6) one species (Larus thayeri) is lost by merger into a species already on the list; (7) six genera (Sibirionetta, Spatula, Mareca, Crithagra, Leistes, and Ptiloxena) are added as a result of splits from other genera, resulting in changes to 12 scientific names (Sibirionetta formosa, Spatula querquedula, S. discors, S. cyanoptera, S. clypeata, Mareca strepera, M. falcata, M. penelope, M. americana, Crithagra mozambica, Leistes militaris, and Ptiloxena atroviolacea); (8) one genus (Juliamyia) is added and another (Damophila) lost due to reasons of priority, resulting in a change to one scientific name (Juliamyia julie); (9) three genera (Chen, Procelsterna, and Mesophoyx) are lost by merger (into Anser, Anous, and Ardea), resulting in changes to five scientific names (Anser canagicus, A. caerulescens, A. rossii, Anous ceruleus, and Ardea intermedia); (10) the English names of two species (Toxostoma lecontei and Ammodramus leconteii) are changed to correct the spelling of a proper name; and (11) one species (Cyanerpes cyaneus) is added to the list of species known to occur in the United States.
Ten new families of nine-primaried oscines (Rhodinocichlidae, Passerellidae, Calyptophilidae, Phaenicophilidae, Nesospingidae, Spindalidae, Zeledoniidae, Teretistridae, Icteriidae, and Mitrospingidae) are added, and a subfamily classification is adopted for the Icteridae. New linear sequences are adopted for species in the genus Anser, for species currently or formerly in the genus Anas, for species in the Scolopacidae, for genera in the Fringillidae and Note: The entries below follow the current linear sequence as established in this and previous supplements, although entries continue to be cross-referenced to page numbers in AOU (1998).
1. [pp. 58-59] Analyses of phylogenomic DNA sequence data (Ottenburghs et al. 2016) have shown that the genus Anser is paraphyletic if species currently included in Chen are excluded, and that the linear sequence of species in Anser does not reflect their evolutionary relationships. Their findings result in the following changes:
Change Chen canagica to Anser canagicus, change the generic names of C. caerulescens and C. rossii to Anser, remove the parentheses around the authority name for A. rossii, make the appropriate changes in generic names or abbreviations within the existing Notes, replace C. hyperboreus with A. hyperborea in the notes for A. caerulescens, delete the heading Genus CHEN Boie and the Notes under this heading, place the citations for Chen, Exanthemops, and Philacte in the synonymy for Genus ANSER Brisson, delete the Notes under Genus ANSER Brisson, and move the accounts for A. canagicus, A. caerulescens, and A. rossii in this sequence to precede the account for Anser anser. Replace the existing Notes, add to the end of the existing Notes, or insert the following new Notes for each species as appropriate: Formerly placed in the genus Chen, but phylogenomic data indicate that Anser is paraphyletic if Chen is treated as a separate genus (Ottenburghs et al. 2016 Habitat.-Open country (grasslands) near river systems and saline lakes; avoids coastal areas.
Distribution.-Breeds from northwestern Africa, the highlands of Ethiopia, southeastern Europe (Balkans, scarce), and Turkey eastward across central Asia to western China, Mongolia, and southeastern Siberia, and south to northern Iraq, northern Iran, northern Afghanistan and probably northwestern Pakistan, and the Tibetan Plateau.
Winters from Turkey eastward to western Iran, Afghanistan, the Indian Subcontinent, and southern and eastern China, rarely west to Greece, and formerly the Nile River Valley south to Sudan and Ethiopia.
Casual in Kenya, Oman, Sri Lanka, and east to Japan. Casual also to Western Europe but most recent records, and even recent records from Iceland, regarded as suspect (origin).
Accidental in western Greenland (Upernavik, two specimens; Illuissat/Jakobshavn, specimen; and an unknown locality in the southwest, specimen; Winge 1898 , Boertmann 1994 Notes. -Formerly (AOU 1983 ) considered part of Anas, but now treated as separate on the basis of genetic data (Gonzalez et al. 2009) , which indicate that Anas as previously constituted was paraphyletic, and further that it consisted of four deeply divergent clades, now recognized as the separate genera Sibirionetta, Spatula, Mareca, and Anas (cf. Livezey 1991) . Linear sequence of genera and species follows Gonzalez et al. (2009) .
Change the generic name of Anas formosa to Sibirionetta, add parentheses around the authority name, and place the account for this species under the heading and Notes for Sibirionetta. Change the generic names of Anas querquedula, A. discors, A. cyanoptera, and A. clypeata to Spatula, add parentheses around the authority name for each species, make the appropriate changes in generic names or abbreviations within the existing Notes, and place the accounts for these species in this sequence under the heading and Notes for Spatula.
After the species account for Spatula clypeata, insert the following heading, citation, and Notes: Change the generic names of Anas strepera, A. falcata, A. penelope, and A. americana to Mareca, add parentheses around the authority name for each species, make the appropriate changes in generic names or abbreviations within the existing Notes, delete the last sentences of the Notes under M. strepera, M. falcata, and M. americana, and place the accounts for these species in this sequence under the heading and Notes for Mareca.
Remove the citations for Spatula, Querquedula, Mareca, Chaulelasmus, and Eunetta from the synonymy of Anas. (Sangster 2009 ) and color, form, and feathering of the bill in adult males and most adult females (Collinson et al. 2006 Notes.-Formerly considered conspecific with E. spectabilis, but treated as separate on the basis of differences in plumage commensurate with those between other sister species of hummingbirds (Renner and Schuchmann 2004) and a lack of explicit rationale by Peters (1945) for originally merging the two; they had been treated as separate species by Ridgway (1911) and Cory (1918) ; also see Zamudio-Beltrán and Hernández-Baños (2015) .
After the account for E. fulgens, insert the following new species account:
Eugenes spectabilis (Lawrence). Talamanca Hummingbird. Habitat.-Montane Evergreen Forest, Secondary Forest (1600-3000 m; Subtropical and Temperate zones).
Distribution.-Resident in the mountains from central Costa Rica to western Panama.
Notes.-The English name refers to the prominent mountain range that forms a major portion of this species' range; this name was considered preferable to Admirable Hummingbird, a name previously used for this species (Ridgway 1911 Notes.-Recently discovered populations along the Gulf of Fonseca were described as new subspecies R. l. berryorum; the subspecific identification of populations along the Gulf of Nicoya is unknown (Maley et al. 2016 ). See comments under R. crepitans.
In the Notes for R. crepitans, change ''South American R. longirostris Boddaert, 1783 [Mangrove Rail]'' to ''R. longirostris'' .
[p. 132] After the species account for Rallus limicola, insert the following new species account:
Rallus aquaticus Linnaeus. Western Water-Rail.
Rallus aquaticus Linnaeus, 1758, Syst. Nat., ed. 10, 1, p.
153. (Europe, restricted type locality, Great Britain.)
Habitat.-Dense aquatic vegetation in fresh or brackish water.
Distribution.-Breeds from Iceland, British Isles, southern Fennoscandia, and Russia east to western Siberia and south to southwestern Portugal and the Mediterranean, including the Balearic Islands, Corsica, Sardinia, and Sicily, northern Morocco, northern Algeria, Tunisia, Libya, northern Egypt, Saudi Gulf wetlands, Turkey, Black Sea, Caucasus, Azerbaijan, north Caspian Sea, southern and eastern Iran, western Kazakhstan, southeasternTurkmenistan, Tajikistan, Afghanistan, Kashmir, and east and north to northeastern Tibet and central China.
Winters in much of breeding range in Western Europe, Scandinavia, and south and south-central Asia and from the Black and Caspian Sea regions south to northern Sahara, central Egypt, Oman, and Pakistan. Rare to western India.
Casual on Jan Mayen, Spitsbergen, Madeira, the Canary Islands, and the Azores.
Casual (subspecies hibernans) in fall in western and southeastern Greenland (four records, three extant specimens; Salomonsen 1963 , Boertmann 1994 .
Notes.-Formerly considered conspecific (e.g., AOU 1957, 1998) with R. indicus Blyth, 1849 [Eastern WaterRail] under the English name Water Rail, but now generally separated (e.g., Sangster et al. 2011 ) on the basis of differences in vocalizations Anderton 2005, de Kroon et al. 2008 ) and genetics (Tavares et al. 2010) . Some sources retain the English name Water Rail for R. aquaticus sensu stricto, in which case R. indicus is known as Brown-cheeked Rail.
[p. 148] Before the account for Charadrius montanus, insert the following new species account:
Charadrius veredus Gould. Oriental Plover.
Charadrius veredus Gould, 1848, Proc. Zool. Soc.
London, p. 38. (Northern Australia.)
Habitat.-Dry grassland on plains. In winter and migration similar habitats, but also found on dry mud near water.
Distribution.-Breeds in interior northern China, Mongolia, and extreme southeast Siberia.
Winters mainly in northwestern and north-central Australia, but also elsewhere on the continent, apparently moving with changes in rainfall and temperature.
Migrates through eastern China and Indonesia, rarely Korea, Japan, mainland Southeast Asia, Philippines, and Papua New Guinea.
Casual on Christmas Island, Lord Howe Island, and New Zealand.
Accidental in Kermadec Islands (Raoul Island), Andaman Islands, Kazakhstan, and Finland.
Accidental in western Greenland (Qaqortoq/Julianehåb: Narsaq, 23 May 1948, specimen; Salomonsen 1963 , Boertmann 1994 ).
10. [pp. 152-180] Phylogenetic analyses of mitochondrial and nuclear DNA sequences (Gibson and Baker 2012) have shown that the current linear sequence of genera and species in the Scolopacidae does not reflect their evolutionary relationships.
After the heading Family SCOLOPACIDAE: Sandpipers, Phalaropes, and Allies, insert the following:
Notes.-Linear sequence of genera and species follows Gibson and Baker (2012) , except for the poorly resolved Xenus-Actitis-Tringa-Phalaropus clade, which we retain in our current linear sequence.
Rearrange the sequence of genera and species in the Scolopacidae to: Macpherson (1961) , Weber (1981) , Godfrey (1986) , Snell (1989 Snell ( , 2002 , and Weir et al. (2000) . Remove the species account for L. thayeri and modify the existing distributional statement and Notes in the account for L. glaucoides as follows:
In (Weber 1981 , Gaston and Decker 1985 , Snell 1989 , and doubts concerning the validity of the study (Smith 1966) cited by AOU (1973) for treating thayeri as separate from glaucoides (Snell 1989 (Snell , 1991 Pranty et al. 2016 ). This probable second-cycle bird was identified as this species by Howell (2012) , and the record was accepted by the California Bird Records Committee (Singer et al. 2016 ) and the ABA Checklist Committee (Pranty et al. 2016) . A probable first-cycle bird recorded on several dates the previous year from the same general area has been considered as likely the same individual (Howell 2012) , but the CBRC treated these records as only possibly the same bird and accepted the bird only as T. salvini/eremita (Singer et al. 2016) .
Notes.-See comments under T. cauta.
14. [p. 41] Phylogenetic analyses of mitochondrial and nuclear DNA sequences (e.g., Sheldon 1987 , Chang et al. 2003 , Zhou et al. 2014 have shown that the genus Ardea is paraphyletic if Mesophoyx intermedia is excluded. Their findings result in the following changes:
Change Mesophoyx intermedia to Ardea intermedia, remove the parentheses around the authority name for A. intermedia, make the appropriate changes in generic names or abbreviations within the existing distributional statement, delete the heading and Notes for Genus MESOPHOYX Sharpe, place the citation for Mesophoyx in the synonymy for Genus ARDEA Linnaeus, move the species account for A. intermedia to follow the account for A. alba. Add the following to the end of the existing Notes: Formerly placed in the monotypic genus Mesophoyx, but genetic data indicate that Ardea is paraphyletic if Mesophoyx is treated as a separate genus (e.g., Sheldon 1987 , Chang et al. 2003 , Zhou et al. 2014 (Grant 1983 , Thorpe 1988 , Dobson and Clarke 2011 , Etherington and Mobley 2016 commensurate with differences between other recognized species of Circus (also see Wink et al. 1998 , Wink and Sauer-Gürth 2004 , Oatley et al. 2015 . A partial salvaged specimen (distal right wing only) from Attu, June 1999, identified by wing chord length as a juvenile male C. cyaneus (Gibson et al. 2013 (Johnsen et al. 2010 , Olsson et al. 2010 , Peer et al. 2011 (Parkin et al. 2003) , despite genome-wide introgression that extends beyond the hybrid zone (Poelstra et al. 2014 Habitat.-Dry or slightly damp, open brushy habitats with dense undergrowth and a scattering of trees or tall bushes; not associated with marsh edges. Winters in dry scrub (often favors acacia); also found in town parks and gardens.
Distribution.-Breeds from Sweden and Poland east to eastern Siberia (Lake Baikal and south in the Transcaspian region), Kazakhstan, and northwestern Mongolia; a separate population breeds in the foothills of the western and northern Tian Shan Mountains west to eastern Uzbekistan and south to northern Afghanistan and eastern Iran.
Winters widely on the Indian Subcontinent, from the foothills of the Himalayas south to Sri Lanka and east to western Myanmar.
Casual or accidental in migration to western Europe, including Iceland, the Middle East, Japan, eastern China, and Thailand. Habitat.-Dense spruce forests, also mixed fir and broad-leafed deciduous forests. Winters in well-vegetated areas, but also more open areas.
Distribution.-Breeds from western Siberia (Urals) east across Russia and northern Mongolia and northeastern China to Russian Far East, Korea, and Japan (Hokkaido and Honshu).
Winters from southern China (from the Yangtze River and west to Yunnan) south to the Philippines, Vietnam, Laos, Thailand, and northern and eastern Myanmar.
Migrates through eastern China and southern Japan. Casual in Iceland, the Faeroes, the British Isles, Europe, Fennoscandia, peninsular Malaysia, and islets off northern Borneo.
Accidental (subspecies aurea) in northeastern Greenland (Danborg, Wollaston Forland, October 1954; specimen; Salomonsen 1963 Habitat.-Mainly open grassy areas (tundra, heathland, meadows, fields, marshes). In winter, in similar habitats including also seashores and lakeshores.
Distribution.-Breeds in eastern Greenland (uncommon), Iceland, the Faeroes, Europe, and northwestern Asia east to River Ob and south to southern (very local) and central Italy, and central Romania.
Winters in western and southern Europe, including the British Isles, and south to North Africa (south to southern Mauritania), northern Arabia, and southwestern Asia east to Iran, Turkmenistan, and Uzbekistan. Rare to northeastern Afghanistan and northwestern Pakistan.
Casual in western Greenland, Spitsbergen, Bear Island, Jan Mayen, the Azores, Madeira, and Japan. Notes.-Linear sequence of genera follows ArnaizVillena et al. (2007 ArnaizVillena et al. ( , 2008 , Nguembock et al. (2009) , Lerner et al. (2011), and Zuccon et al. (2012) Change Serinus mozambicus (Müller) to Crithagra mozambica (Müller), place the account for this species under the heading and citation for Crithagra, and insert the following at the beginning of the existing Notes: Formerly placed in the genus Serinus, but genetic data (Arnaiz-Villena et al. 2007 , 2008 Nguembock et al. 2009; Lerner et al. 2011; Zuccon et al. 2012) Habitat.-Lodgepole pine (Pinus contorta latifolia) forest.
Distribution.-Resident in the South Hills and Albion Mountains, southern Idaho.
Notes.-Formerly considered conspecific with L. curvirostra, but treated as a separate species on the basis of high levels of premating reproductive isolation (Smith and Benkman 2007, Benkman et al. 2009 ), despite regular and likely long-term sympatric breeding of multiple call types of Red Crossbill, and genomic differences (Parchman et al. 2016) . Although the English name South Hills Crossbill was used in the description, Cassia Crossbill more accurately describes the distribution of this species, which is endemic to Cassia County, Idaho, and is more succinct and less confusing (C. W. Benkman, in litt.).
29.
[pp. 532-658] Phylogenetic analyses of nuclear and mitochondrial DNA sequences (Barker et al. 2013 (Barker et al. , 2015 have shown that the limits and linear sequence of families of nine-primaried oscines do not accurately reflect their evolutionary relationships. Because relationships of some lineages remain unresolved and because the ages of the lineages are roughly equivalent to those of other familylevel avian groups, we follow Barker et al. (2013) in recognizing 10 new families in this radiation. Their findings result in the following changes:
After the species account for Saltator striatipectus, remove the heading Genera INCERTAE SEDIS and the Notes under this heading, and place the genera and species formerly under this heading in the appropriate positions as listed below.
After the species account for Plectrophenax hyperboreus, insert the following new heading and Notes:
Family RHODINOCICHLIDAE: Thrush-Tanagers
Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that Rhodinocichla rosea is not a member of the Thraupidae (e.g., as in AOU 1998) but instead forms a group distinct from other nineprimaried oscines (Barker et al. 2013 (Barker et al. , 2015 .
Move the heading Genus RHODINOCICHLA Hartlaub, its citation, and its included species account to follow this new family heading, and replace the existing Notes for Rhodinocichla with: Formerly placed in the Thraupidae; see comments under Rhodinocichlidae above.
Change Family EMBERIZIDAE: Sparrows and Buntings to Family EMBERIZIDAE: Old World Buntings, move this heading to follow the species account for Rhodinocichla rosea, and insert the following:
Notes.-See comments under Passerellidae.
Move the heading Genus EMBERIZA Linnaeus, its citation, and its included species accounts to follow Family EMBERIZIDAE: Old World Buntings.
After the species account for Emberiza schoeniclus, insert the following new heading and Notes:
Family PASSERELLIDAE: New World Sparrows Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that genera placed in this family form a monophyletic group of uncertain relationship to the Emberizidae (Barker et al. 2013) , in which they were formerly included (e.g., as in AOU 1998). The family name Arremonidae Lafresnaye, 1842, although published prior to Passerellidae Cabanis, 1851, is here considered a nomen oblitum under Articles 23.9 and 35.5 of the Code of Zoological Nomenclature (International Commission on Zoological Nomenclature 1999).
Move the headings and citations for Genus PSELLIO-PHORUS Ridgway, Genus PEZOPETES Cabanis, Genus ARREMON Vieillot, Genus ARREMONOPS Ridgway, Genus ATLAPETES Wagler, Genus PIPILO Vieillot, Genus AIMOPHILA Swainson, Genus MELOZONE Reichenbach, Genus PEUCAEA Audubon, Genus OR-ITURUS Bonaparte, Genus TORREORNIS Barbour and Peters, Genus SPIZELLOIDES Klicka and Slager, Genus SPIZELLA Bonaparte, Genus POOECETES Baird, Genus CHONDESTES Swainson, Genus AMPHISPIZA Coues, Genus ARTEMISIOSPIZA Klicka and Banks, Genus CALAMOSPIZA Bonaparte, Genus PASSERCULUS Bonaparte, Genus AMMODRAMUS Swainson, Genus XEN-OSPIZA Bangs, Genus PASSERELLA Swainson, Genus MELOSPIZA Baird, Genus ZONOTRICHIA Swainson, Genus JUNCO Wagler, and Genus CHLOROSPINGUS Cabanis, and their included species accounts, in this sequence, to follow this new family heading.
Under the headings for Oriturus, Torreornis, Spizelloides, Spizella, Pooecetes, and Chondestes, insert the following Notes: Formerly placed in the Emberizidae; see comments under Passerellidae.
Under the heading for Chlorospingus, replace the existing Notes with: Formerly placed in the Thraupidae and, briefly, the Emberizidae; see comments under Passerellidae.
For all other genera listed above, insert the following at the end of the existing Notes: Formerly placed in the Emberizidae; see comments under Passerellidae.
After the species account for Chlorospingus canigularis, insert the following new heading and Notes:
Family CALYPTOPHILIDAE: Chat-Tanagers Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that species in the genus Calyptophilus are not members of the Thraupidae (e.g., as in AOU 1998) but instead form a monophyletic group distinct from other nine-primaried oscines (Barker et al. 2013 (Barker et al. , 2015 .
Move the heading Genus CALYPTOPHILUS Cory, its citation, and its included species accounts to follow this new family heading, and replace the Notes under this heading with the following: Formerly placed in the Thraupidae; see comments under Calyptophilidae above.
After the species account for Calyptophilus frugivorus, insert the following new heading and Notes:
Family PHAENICOPHILIDAE: Hispaniolan Tanagers Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that Phaenicophilus, Xenoligea, and Microligea form a monophyletic group distinct from other nine-primaried oscines (Barker et al. 2013 (Barker et al. , 2015 ; Phaenicophilus was formerly placed in the Thraupidae, and Xenoligea and Microligea in the Parulidae (e.g., AOU 1998).
Move the headings Genus PHAENICOPHILUS Strickland, Genus XENOLIGEA Bond, and Genus MICRO-LIGEA Cory, their citations, and included species accounts to follow this new family heading. Replace the Notes under Phaenicophilus with: Formerly placed in the Thraupidae; see comments under Phaenicophilidae above. Replace the Notes under Xenoligea and Microligea with: Formerly placed in the Parulidae; see comments under Phaenicophilidae above.
After the species account for Microligea palustris, insert the following new heading:
Family NESOSPINGIDAE: Puerto Rican Tanagers
Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that Nesospingus speculiferus is not a member of the Thraupidae (e.g., as in AOU 1998) but instead represents a lineage distinct from other nine-primaried oscines (Barker et al. 2013 (Barker et al. , 2015 .
Move the heading Genus NESOSPINGUS Sclater, its citation, and its included species account to follow this new family heading, and replace the Notes under Nesospingus with: Formerly placed in the Thraupidae; see comments under Nesospingidae above.
After the species account for Nesospingus speculiferus, insert the following new heading and Notes:
Family SPINDALIDAE: Spindalises Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that species in the genus Spindalis are not members of the Thraupidae (e.g., as in AOU 1998) but instead form a monophyletic group distinct from other nine-primaried oscines (Barker et al. 2013 (Barker et al. , 2015 .
Move the heading Genus SPINDALIS Jardine and Selby, its citation, and its included species accounts to follow this new family heading, and replace the Notes under Spindalis with: Formerly placed in the Thraupidae; see comments under Spindalidae above.
After the species account for Spindalis portoricensis, insert the following new heading and Notes:
Family ZELEDONIIDAE: Wrenthrushes Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that Zeledonia coronata is not a member of the Parulidae (e.g., as in AOU 1998) but instead forms a lineage distinct from other nineprimaried oscines (Barker et al. 2013 (Barker et al. , 2015 . This species, originally described as a species of unknown affinities (Ridgway 1889) and later placed in the Turdidae (Ridgway 1907) , was removed from that family in an addendum and placed in the monotypic family Zeledoniidae (Ridgway 1907 ) as a nine-primaried oscine (Pycraft 1905 ) of uncertain placement. However, the species was later merged into Parulidae on the basis of affinities with the wood-warblers in egg-white proteins and hind-limb myology (Sibley 1968 , Raikow 1978 .
Move the heading Genus ZELEDONIA Ridgway, its citation, and its included species account to follow this new family heading, and replace the Notes under Zeledonia with: Formerly placed in the Parulidae; see comments under Zeledoniidae above.
After the species account for Zeledonia coronata, insert the following new heading and Notes:
Family TERETISTRIDAE: Cuban Warblers
Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that species in the genus Teretistris are not members of the Parulidae (e.g., as in AOU 1998) but instead form a monophyletic group distinct from other nine-primaried oscines (Barker et al. 2013 (Barker et al. , 2015 .
Move the heading Genus TERETISTRIS Cabanis, its citation, and its included species accounts to follow this new family heading, and replace the Notes under Teretistris with: Formerly placed in the Parulidae; see comments under Teretistridae above.
After the species account for Teretistris fornsi, insert the following new heading and Notes:
Family ICTERIIDAE: Yellow-breasted Chats
Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that Icteria virens is not a member of the Parulidae (e.g., as in AOU 1998) but instead represents a lineage distinct from other nineprimaried oscines (Barker et al. 2013 (Barker et al. , 2015 .
Move the heading Genus ICTERIA Vieillot, its citation, and its included species account to follow this new family heading, and replace the Notes under Icteria with: Formerly placed in the Parulidae; see comments under Icteriidae above.
After the species account for Myioborus torquatus, insert the following new heading and Notes:
Family MITROSPINGIDAE: Mitrospingid Tanagers
Notes.-Phylogenetic analyses of nuclear and mitochondrial DNA sequences indicate that Mitrospingus and extralimital genera Lamprospiza and Orthogonys form a monophyletic group that are not members of the Thraupidae (e.g., as in AOU 1998) but instead form a monophyletic group distinct from other nine-primaried oscines (Barker et al. 2013 (Barker et al. , 2015 Sandoval et al. (2014) . In the species account for M. biarcuata, change the English name to White-faced Ground-Sparrow and change the distributional statement and Notes to:
Habitat.-Tropical Deciduous Forest, Montane Evergreen Forest Edge, Secondary Forest (250-1800 m; Subtropical and lower Temperate zones).
Distribution.-Resident in the highlands of Chiapas, Guatemala, El Salvador, and western Honduras (east to the Sula and Comayagua valleys).
Notes.-Formerly considered conspecific with M. cabanisi (as Prevost's Ground-Sparrow), but treated as separate on the basis of differences in plumage and vocalizations (Sandoval et al. 2014 ) commensurate with those between other closely related species of New World sparrows.
33. [pp. 639-658] Phylogenetic analyses of nuclear and mitochondrial DNA sequences (Powell et al. 2014) have shown that the limits and linear sequence of genera in the family Icteridae do not reflect their evolutionary relationships, and these findings were implemented in the classification proposed by Remsen et al. (2016) Gustafson et al. 2015 , Pranty et al. 2016 . Seven photographed birds from south Florida have not been accepted because of questionable provenance (Greenlaw et al. 2014 Change the sequence of species currently and formerly in the genus Anser and the genus Anas as indicated by the text of this supplement.
Change the sequence of species in family SCOLOPA-CIDAE as indicated by the text of this supplement.
Change the sequence of genera in family MUSCICAPI-DAE, family FRINGILLIDAE, and family ICTERIDAE as indicated by the text of this supplement.
Recognize new families RHODINOCICHLIDAE, PASSER-ELLIDAE, CALYPTOPHILIDAE, PHAENICOPHILIDAE,
